Related literature
For background literature on phosphoramidates having a C( O)NHP( O) skeleton, and the hydrogen-bond patterns and strengths, see: Toghraee et al. (2011); Pourayoubi et al. (2011) . For a related phosphoramidate with a P( O)(O) 2 (N) skeleton, and its bond lengths and angles, see: Pourayoubi et al. (2010) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) x À 1; y; z.
Data collection: CrysAlis CCD (Oxford Diffraction, 2009 ); cell refinement: CrysAlis RED (Oxford Diffraction, 2009 ); data reduction: CrysAlis RED; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: Mercury (Macrae et al., 2008) ; software used to prepare material for publication: enCIFer (Allen et al., 2004). Support of this investigation by Islamic Azad University, Zanjan Branch, and Ferdowsi University of Mashhad is gratefully acknowledged.
family.
The molecular structure of the title compound is given in Fig. 1 . The P═O, P-O and P-N bond lengths and the C-N-P and C-O-P angles are standard for this category of phosphoramidate compounds (Pourayoubi et al., 2010) .
In the crystal structure, molecules are linked via N-H···O(P) hydrogen bonds into extended chains running parallel to the a axis (Table 1, Fig. 2 ).
Experimental
To a solution of (C 6 H 5 O) 2 P(O)Cl in chloroform, a solution of S-1-phenylpropylamine (1:2 mole ratio) in chloroform was added at 273 K. After 4 h of stirring, the solvent was removed and the obtained solid was washed with distilled water. Single crystals were obtained from a solution of the title compound in CHCl 3 /n-C 7 H 16 after slow evaporation at room temperature.
Refinement
All carbon bound H atoms were placed at calculated positions and treated as riding with their U iso set to either 1.2U eq or 1.5U eq (methyl) of the respective carrier atoms; in addition, the methyl H atoms were allowed to rotate about the C-C bond. Nitrogen bound H atom was located in a difference Fourier map and its coordinates were refined using restraint on the N-H distance (0.85 (1) Å) with U iso = 1.5U eq (N).
Figures Fig. 1 . An ORTEP style plot and atom labeling scheme for the title compound. Displacement ellipsoids are given at 50% probability level and H atoms are drawn as small spheres of arbitrary radii.
sup-2 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. 
